Mail Stop AMENDMENT 
Attorney Docket No. 4052 1 U 

REMARKS 

Claim 58 is amended. 

Claims 36-73 remain present in this case. 

Restriction has been required from among the following identified claim groupings: 

1) Group I: claims 36-59, drawn to a transgenic animal, a targeting vector and an ES cell 
containing the vector; 

2) Group II: claims 60-61, drawn to a method for preparing humanized IgA antibodies using a 
transgenic animal; 

3) Group III: claims 62-66, drawn to a humanized IgA antibody; 

4) Group IV: claim 67, drawn to an immunogenic composition comprising an IgA antibody 
combined with an antigen; 

5) Group V, claims 68-69, drawn to a composition comprising an IgA antibody and an active 
ingredient, and a method for preparing the composition; 

6) Group VI, claims 70-72, drawn to a method for treating infectious disease; and 

7) Group VII, claims 70, 71 and 73, drawn to a method for treating cancer. 

In reply, Applicants provisionally elect with traverse to prosecute the claims of Group I, 
i.e., claims 36-59. 

However, Applicants deem the requirement to be unwarranted inasmuch as this 
application is a §371 application, which entered the U.S. national stage from 
PCT/FR2004/002701. As such, any basis for partitioning claims for examination must be based 
upon the "lack of unity" standard applied under PCT Rules 13.1 and 13.2. These rules were not 
applied in this case, and they should have been. 

Rather, the examiner has applied the U.S. restriction tests under MPEP 806 et seq. 

8 



Mail Stop AMENDMENT 
Attorney Docket No. 4052 1U 

Rather, the examiner has applied the U.S. restriction tests under MPEP 806 et seq. 

Clearly, since there is no prior art of record that would impeach the novelty or 
unobviousness of any claimed aspect of the present invention, Applicants must conclude that 
there is 'unity of invention' for all claimed aspects of the present invention. 

Additionally, even assuming, arguendo , that the tests of MPEP 806 et seq. were 
applicable, the examiner has not met the test of MPEP 803, required to show that a search of all 
indentified aspects of a claimed invention would constitute a "serious burden." Hence, the 
requirement for restriction would be improper for this reason as well. 

COMPLIANCE WITH SEQUENCE LISTING REQUEST 

GenBank AC073553, referred to in claim 58 and at page 13, lines 11-12 of the 
specification as filed, is the sequence of mouse chromosome 12, which is 187,523 bp. 

In view of the size of this sequence, Applicants chose to incorporate in the sequence 
listing the sequences of the 5' and 3' fragments (each about 5kb) which are described in claim 58. 
These fragments correspond to positions 131281 to 136441 and 140101 to 145032, respectively 
of GenBank AC 073553 (see Annices 1 and 2 attached). They have, instead, now been 
incorporated as SEQ ED NO: 7 (5' fragments) and SEQ ID NO: 8 (3' fragments). 

Accordingly, it is urged that the requirement for restriction be withdrawn and that a 
search and examination of all claimed aspects of the present invention proceed without further 
delay. 
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Favorable consideration is earnestly solicited. 



Date: July 1, 2009 

THE NATH LAW GROUP 

112 S. West Street 
Alexandria, Virginia 22314 
Tel: (703)548-6284 
Fax: (703)683-8396 

WEB/get 



Respectfully submitted, 



THE NATH LAW GROUP 




William E. Be3umont 
Registration nJ>. 30,996 
Customer No. 20529 
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Mus musculus strain C57BL/6J chromosome 
12 clone RP23-270B12, complete sequence 
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Comment Features Sequence 

LOCUS . AC073553 
linear ROD 24-SEP-2002 
DEFINITION Mus musculus strain C57BL/6J chromosome 12 
clone RP23-270B12, 

complete sequence. 
ACCESSION ACQ73553 REGION: 131281 . .1364 4 1 
VERSION AC073553.5 GI:23306144 

KEYWORDS HTG. 

SOURCE Mus musculus (house mouse) 

ORGAN I SM Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; 
Vertebrata; Euteleostomi; 

Mammalia; Eutheria; Euarchontoglires ; 
Giires; Rodent ia; 

Sciurognathi; Muroidea; Muridae; Murinae; 

Mus. 

REFERENCE 1 (bases 1 to 5161) 
AUTHORS Smith, D.R. 

TITLE Genome. Therapeutics Corporation Sequencing 

Center: Mouse Genome 

Sequence Data 

JOURNAL Unpublished 
REFERENCE 2 (bases 1 to 5161) 

AUTHORS Smith, D.R. 

TITLE Direct Submission 

JOURNAL Submitted (23- JUN-2000 ) Genome Therapeutics 
Corporation, 100 Beaver- 
Street, Waltham, MA 02453, USA 
REFERENCE 3 (bases 1 to 5161) 

AUTHORS Smith, D.R. 

TITLE Direct Submission 

JOURNAL Submitted ( 13-AUG-2002) Genome Therapeutics 
Corporation, 100 Beaver 

Street, Waltham, MA 02453, USA 
REFERENCE 4 (bases 1 to 5161) 

AUTHORS Smith, D.R. 

TITLE Direct Submission 

JOURNAL Submitted (24-SEP-2002 ) Genome Therapeutics 
Corporation, 100 Beaver 

Street, Waltham, MA 02453, USA 
COMMENT On Sep 24, 2002 this sequence version 

replaced qi : 22213161 . 

FEATURES Location/Qualifiers 
source 1 . .5161 

/organism="Mus musculus" 
/mol_tYpe=" genomic DNA" 
/strain="C57BL/6J" 
/db xref="taxon: 10090" 
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/chroraosome="12 " 
/clone= n RP23-270B12" 
/clone_l ib= " RPCI -2 3 " 

ORIGIN 

1 acaggcctga gagaacagac tctggaaata gatgggactt 
acggagctaa gatctagagc 

61 tcatctacag agcagaatcc cagccaagag aacaaagaat 
actgactctc tcctgttccc 

121 tactcctaga gttctaaaac acactatagg gaagggagcc 
tctagacctc cgtccattcc 

181 ccatcttgct cattccatct tcccatgtcc ccaggtctcc 
aagccacaga caccaccttt 

241 cctattcacc cacctttctg tgtccctagg tccccaggcc 
atagtcacct ccccccacac 

301 cccgctcacc ctgccccatc tatgccccta gatgcttact 
taccagagtc ttttgtctga 

361 cgtggggcta caagcatcta tgctccctaa gcacctactg 
421 ctgaaccaac tcatataagt aaatacagac tctcccctgt 
481 caggaggaga ccactgccaa ggaaccttct cttagagcac 
541 cttaggacag acctgagacc tattattact gattaccaga 
601 ggagatagat ccaccctgga cacaggaaac acagcaccag 
agtagagtga cactttagac tttaatttgg gtcactttcc 
aaagcaaaga gcagtatgag tgcctgatag gcacccaagt 
tgaataaggt acctccatgg cttcccaggg aggggcactg 
841 acctttctcc atagttgata actcagacac aagtgaatga 
901 cttattttaa aaagaagaca aaccccacag gctcgagaac 
961 aaatcattgg tccctgactc aagagatgac tggcagattg 
1021 ctgtggctag tgtgaggttt aagcctcaga gtccctgtgg 
1081 ttgactaagc ggagcaccac agtgctaact gggaccacgg 
1141 accttctgtt tggagctctc caggggcagc ctgagctatg 
1201 aaatctgagg aagaaaagag tagatctgag aggaaaggta 
1261 cagtgcagag aagaacgagt tactgtggac aggtcttaga 
1321 gcaagcatca gaagggtgga tgcaatgtcc tgccaaggac 
cagagcaggc aggtggagtt gactgagagg acaggatagg 
cctttctcct tctcctgttt ccttcttctc ttgtcacagg 
ctagcctgaa agattaccat cctacagatg ggcccatcca 
tctccaaaca tctgagtttc tgaggcttgg atgccactgg 
1621 atgggtttgg ttggccccag atgaagggct acttcactgg 
1681 ctaggaccag ggggctcagg tcactcaggt caggtgagtc 
1741 gttcaggtgg cctaaggcag gatgtggaga gagttttagt 
1801 gagactgtgc tactggtact tcgatgtctg gggcacaggg 
1861 aggtaagctg gcttttttct ttctgcacat tccattctga 
1921 gatctcccca tgtcaggcca tctgccacac tctgcatgct 
1981 atagggtctt cactcccagg aaaagaggca gtcagaggct 
2041 caatcatgga aaataggcat ttacattgtt aggctacatg 
cccactaaag gggtctatga tagtgtgact actttgacta 
tcacagtctc ctcaggtgag tccttacaac ctctctcttc 
2221 tactgcattt gttggggggg aaatgtgtgt atctgaattt 
2281 acaccttggg agtcagaaag ggtcattggg agccctggct 
2341 gctcccatac ttcatggcca gagatttata gggatcctgg 
2401 ctctcttcta tgctttcttt gtccctcact ggcctccatc 
2461 agccaaggat catttattgt caggggtcta atcattgttg 
2521 ttactggggc caagggactc tggtcactgt ctctgcaggt 
2581 ctaaatgcat gttgggggga ttctgggcct tcaggaccaa 
2641 caagattcaa cccctttgtc ccaaagttga gacatgggtc 
2701 tgctggtctg tggtgacatt agaactgaag tatgatgaag 
2761 tgaagtctga ggcagaatct tgtccagggt ctatcggact 
2821 acagttgatg gtgacaattt cagggtcagt gactgtctgg 
2881 aatataggtc accttgaaga ctaaagaggg gtccaggggc 
2941 gaatgtggaa caatgacttg aatggttgat tcttgtgtga 
3001 tctgagttgc ccaggggtga ttctagtcag actctggggt 
3061 aaatccacta ttgtgattac tatgctatgg actactgggg 
3121 tctcctcagg taagaatggc ctctccaggt ctttattttt 
3181 ctgagcattg cagactaatc ttggatattt gtccctgagg 
3241 ggaaataaac tgtctaggga tctcagagcc tttaggacag 
3301 aaactaagaa tctgtgtgat ggtgttggtg gagtccctgg 
3361 gaggctcatt tgaagaagat gctaaaacaa tcctatggct 
3421 agttggagat tttcagtttt tagaataaaa gtattagttg 
3481 cctctgtgac agcatttata cagtatccga tgcataggga 
3541 tttctttaga tttgtgagga atgttccgca ctagattgtt 
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3601 ggagagctgt cttagtgatt gagtcaaggg 
3661 gtagttgctg tctagagagg tctggtggag 
3721 agaagtatgt gtatggaata ttagaagatg 
3781 aaaatagtta aatactgtga ctttaaaatg 
3841 aatgtccaaa attcttgtca atcagtttga 
3901 aaagtttaac cgaggaatgg gagtgaggct 
3961 acaataataa attaagtttc aaatattttt 
4021 aagatggccg atcagaacca gaacacctgc 
4081 aggctatttg gggaagggaa aataaaacca 
4141 agtggttttg aaacactctg tccagcccca 
4201 ccacctgggt aatttgcatt tctaaaataa 
4261 ctcttttaac ttattgagtt caacctttta 
4321 aacttaagtt tatcgacttc taaaatgtat 
4381 aagaaattga aggactttag tgtctttaat 
4441 tactctatta ttcttccctc tgattattgg 
4501 gcatttacag tgactttgtt catgatcttt 
4561 actttgacat tctggtcaaa acggcttcac 
4621 tcattttagg agaaagactt tttttttaaa 
4681 gaacatgctg gttggtggtt gagaggacac 
4741 agccagtcca catgctctgt gtgaactccc 
4801 aggtctgaga ccaggctgct gctgggtagg 
4 861 ggaatgtatg gttgtggctt ctgccaccca 
4 921 tcggtggctt tgaaggaaca attccacaca 
4 981 cgcaaatggt aagccagagg cagccacagc 
5041 gtttctgctt aagagggact gagtcttcag 
5101 gtgtgtcttt tgagtaccgt tgtctgggtc 
5161 t 



agaaaggcat ctagcctcgg tctcaaaagg 
cctgcaaaag tccagctttc aaaggaacac 
ttgcttttac tcttaagttg gttcctagga 
tgagagggtt ttcaagtact cattttttta 
ggtcttgttt gtgtagaact gatattactt 
ctctcataac ctattcagaa ctgactttta 
aaatgaattg agcaatgttg agttggagtc 
agcagctggc aggaagcagg tcatgtggca 
ctaggtaaac ttgtagctgt ggtttgaaga 
ccaaaccgaa agtccaggct gagcaaaaca 
gttgaggatt cagccgaaac tggagaggtc 
attttagctt gagtagttct agtttcccca 
ttagaattca ttttcaaaat taggttatgt 
ttctaatata tttagaaaac ttcttaaaat 
tctccattca attcttttcc aatacccgaa 
tttagttgtt tgttttgcct tactattaag 
aaatcttttt caagaccact ttctgagtat 
tgaatgcaat tatctagact tatttcagtt 
tcagtcagtc agtgacgtga agggcttcta 
tctggccctg cttattgttg aatgggccaa 
cctggacttt gggtctccca cccagacctg 
tccacctggc tgctcatgga ccagccagcc 
aagactctgg acctctccga aaccaggcac 
tgtggctgct gctcttaaag cttgtaaact 
tcattgcttt agggggagaa agagacattt 
actcacattt aactttcctt gaaaaactag 
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LOCUS AC073553 
linear ROD 24-SEP-2002 
DEFINITION Mus musculus strain C57BL/6J chromosome 12 
clone RP23-270B12, 

complete sequence. 
ACCESSION ACQ73553 REGION: 140101 145032 
VERSION AC073553.5 GI: 23306144 

KEYWORDS HTG . 

SOURCE Mus musculus (house mouse) 

ORGANISM Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; 
Vertebrata; Euteleostomi ; 

Mammalia; Eutheria; Euarchontoglires; 
Glires; Rodent ia; 

Sciurognathi; Muroidea; Muridae; Murinae; 

Mus . 

REFERENCE 1 (bases 1 to 4 932) 
AUTHORS Smith, D. R. 

TITLE Genome Therapeutics Corporation Sequencing 

Center: Mouse Genome 

Sequence Data 

JOURNAL Unpublished 
REFERENCE 2 (bases 1 to 4 932) 

AUTHORS Smith, D.R. 

TITLE Direct Submission 

JOURNAL Submitted ( 23- JUN-2000) Genome Therapeutics 
Corporation, 100 Beaver 

Street, Waltham, MA 02453, USA 
REFERENCE 3 (bases 1 to 4 932) 

AUTHORS Smith, D.R. 

TITLE Direct Submission 

JOURNAL Submitted ( 1 3-AUG-2002 ) Genome Therapeutics 
Corporation, 100 Beaver 

Street, Waltham, MA 02453, USA 
REFERENCE 4 (bases 1 to 4 932) 

AUTHORS Smith, D.R. 

TITLE Direct Submission 

JOURNAL Submitted (24-SEP-2002 ) Genome Therapeutics 
Corporation, 100 Beaver 

Street, Waltham, MA 02453, USA 
COMMENT On Sep 24, 2002 this sequence version 

replaced gi: 22213161 . 

FEATURES Location/Qualifiers 
source 1 . .4 932 

/organism="Mus musculus" 
/mol_type-"genomic DNA" 
/strain="C57BL/6J" 
/db xref="taxon: 10090" 
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/chromosoroe="12" 
/clone="RP2 3-270B12 " 
/clone_lib- n RPCI-23" 

ORIGIN 

1 tagcagggtg tagagggatc tcctgtctga caggaggcaa 
gaagacagat tcttacccct 

61 ccatttctct tttatccctc tctggtcctc agagagtcag 
tccttcccaa atgtcttccc 

121 cctcgtctcc tgcgagagcc ccctgtctga taagaatctg 
gtggccatgg gctgcctggc 

181 ccgggacttc ctgcccagca ccatttcctt cacctggaac 
taccagaaca acactgaagt 

241 catccagggt atcagaacct tcccaacact gaggacaggg 
ggcaagtacc tagccacctc 

301 gcaggtgttg ctgtctccca agagcatcct tgaaggttca 
gatgaatacc tggtatgcaa 

361 aatccactac ggaggcaaaa acaaagatct gcatgtgccc attccaggta 
421 cctcccagca ggggtgccca ggcccaggca tggcccagag ggagcagcgg 
4 81 aggccaagct gagctcacac cttgaccttt cattccagct gtcgcagaga 
541 tgtaaatgtg ttcgtcccac cacgggatgg cttctctggc cctgcaccac 
601 actcatctgc gaggccacga acttcactcc aaaaccgatc acagtatcct 
661 tgggaagctc gtggaatctg gcttcaccac agatccggtg accatcgaga 
721 cacaccccaa acctacaagg' tcataagcac acttaccatc tctgaaatcg 
781 cctgaatgtg tacacctgcc gtgtggatca caggggtctc accttcttga 
841 ctccacatgt gctgccagtg agtggcctgg gctaagccca atgcctagcc 
901 agggaagtcc tcctacaatt atggccaatg ccacccagac atggtcattt 
961 ctttggctcc ccagagtggc caaggacaag aatgagcaat aggcagtaga 
tcagctggaa ggaccagcat cttcccttaa gtaggtttgg gggatggaga 
ttccaacttc acaactagat atgtcataac ctgacacagt gttctcttga 
1141 ctccacagac atcctaacct tcaccatccc cccctccttt gccgacatct 
1201 gtccgctaac ctgacctgtc tggtctcaaa cctggcaacc tatgaaaccc 
1261 ctgggcttct caaagtggtg aaccactgga aaccaaaatt aaaatcatgg 
1321 caatggcacc ttcagtgcta agggtgtggc tagtgtttgt gtggaagact 
1381 gaaggaattt gtgtgtactg tgactcacag ggatctgcct tcaccacaga 
1441 ctcaaaaccc aatggtaggt atcccccctt cccttcccct ccaattgcag 
1501 gtacctcata gggagggcag gtcctcttcc accctatcct cactactgtc 
1561 gaggtgcaca aacatccacc tgctgtgtac ctgctgccac cagctcgtga 
1621 ctgagggagt cagccacagt cacctgcctg gtgaagggct tctctcctgc 
gtgcagtggc ttcagagagg gcaactcttg ccccaagaga agtatgtgac 
atgccagagc ctggggcccc aggcttctac tttacccaca gcatcctgac 
gaggaatgga actccggaga gacctatacc tgtgttgtag gccacgaggc 
ctggtgaccg agaggaccgt ggacaagtcc actggtaaac ccacactgta 
1921 ctgatcatgt ctgacacagg cggcacctgc tattgaccat gctagcgctc 
1981 gccctgggtg tccagttgct ctgtgtatgc aaactaacca tgtcagagtg 
2041 ttttataaaa attagaaata aaaaaaatcc attcaaacgt cactggtttt 
tgctcatgcc tgctgagaca gttgtgtttt gcttgctctg cacacaccct 
ctccaccctg gcccttcctc taccttgcca gtttcctcct tgtgtgtgaa 
2221 cttacaacag acagagtatg aacatgcgat tcctccagct acttctagat 
2281 aagcttgcct aacctggtgc aggcagcatt caggcacata tatagacaca 
2341 tacatagata tataggtaca catgtgtaga cacatacatg aatgtgtatt 
2401 cagacaaagg tacacatata tacacatgag ttcatgcgca cacacatgca 
24 61 caaacgcctt cagagacaaa taggcataga cacacaacca ctcacagaaa 
2521 tatgcatggt cctgtgtaca cagaaacaga ctataggcaa atatacacaa 
2581 tagatacaaa gatatgcata tacacacatg tacagaaaca tcttcacatg 
2641 catgtgaaca ggtatagcac acagatacac ctggactctg accagggctg 
2701 ggctcacggc tcagagagcc tacactaggc tgggtcactg atactcctca 
2761 ctatgattgg gagagataac cccaggtaca aagtatgcct atctgtctca 
2821 gcagaagata ctccactaac cacccatgac agaaagttag ccttggctgt 
2881 atagaacacc tcagaagacc aatgtgaaat tgcctaaccc actcacaccc 
ccagttcaaa atgcagaaaa cataatgcag ttgtccaaaa gatgccccaa 
acacacacac acacacacac acacacacac acacacacac acacacacac 
3061 agcctctgta aggagtcacc acccaataac actgcctctt tgggctcata 
3121 tcttcatatt catatccatt tggggcctag gctttagata tccccaaggg 
3181 cagggatcag agatcccaat aaatgccctg gtcccacagc ctccctcagg 
3241 tttatctctt ggtaccaaga cccaacattg ctggcagggg taggacaagc 
aactctgatc aaagaaagtc atgagatgcc tgagtccttc aggaagtaag 
ctctggtatc cctgttctta ttgctaaagc ccaagagaca gggagacctg 
tcagtctaaa cagcaccgat ggcaccacct gctcagggaa agtccagagc 
cattttgcca cagttcctga gtctgccttt acccaggtcc atacattgca 

aaggctccaa attagtgtgt 
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3541 ttgctctgct gccccagggc tcctggaaca 



agaaccaaac 
ggtggggctt 
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aaagccatcc 
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catggacaca 
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ataaactata 
tgtacactaa 
taatctccaa 
ggagcccact 
acaccatggg 
gtctccatta 
accctgatct 
ccacacacac 
accatcaagg 
tcctggacat 
ctcatcttta 
tatctgtctg 
aacgcacggg 
gagggacaac 
ctctaaattc 
acaccaatat 
tctgtcttgc 
cctacagctt 
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ggcctgttct 
attctccaga 
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ggctttgaga 
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gctgggacag 
caattcacac 
agaccaagag 
ctagtaaact 
tcttctttct 
gcccacagac 
actcacttta 
cccaaggatt 
cttaagggag 
gggagaaggg 
agagagagag 
acacaggcag 
gcagagaaaa 
ccttaggtct 
aatttaggtc 
gattttgaag 
ctcaaattct 
ctatagtcac 



gtgcctccgt 
accatcaggg 
ctccctctct 
acctgtggac 
ccaccgtcac 
ggagtcacca 
tgtctctgtc 
atcctcccac 
tattcttacg 
agactgacca 
agctgagctg 
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aaagagggaa 
agagggagag 
agagagagag 
ccaatggata 
ttccaggcct 
ctgctctgtc 
ttatcccaaa 
atgtttgtac 
ctgtctatga 
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ctagcttgag 
caccccaacc 
gtgtcccttc 
cactgcctcc 
cctgttcaag 
gtcctcactg 
acctgcaggt 
agggacacta 
tctttcctgt 
aagacttttt 
taaacaaatg 
atttgttttg 
agcttaggaa 
aggaggtgtg 
ggagagggag 
agagagagag 
gcactctggt 
aatctcccaa 
cccagcccac 
gctttgtggt 
ctctcccaca 
caactgctgt 



ctattagggg 
cttatgcaaa 
atagaggggg 
accttcatcg 
gtagtgtggt 
cctctacctc 
gaaatgactc 
cctctgggcc 
gttgccctcc 
gtcaacttgt 
tcacatggaa 
tttttcaaac 
ctggaaatgg 
gaagaagaaa 
agggagaggg 
agagagcatg 
tatctaccct 
aagcaacaga 
catcttgggc 
atgtgggtgt 
acatgacaag 
atgactatat 



accagtcaat 
tgctcagtca 
aggtgaatgc 
tcctcttcct 
tgtggggctg 
tactccctac 
tcagcatgga 
tgggatacct 
agcttttatc 
acaatctgaa 
ataaatactt 
ctttcctgcg 
aacagtgcag 
aaagagaagc 
agagggagag 
cactctaaca 
gatggaagaa 
acctggaaac 
tggtgttgct 
gcctttgggg 
ccctaggggt 
gaagaaatgg 



actcgctaag 
ccccaagact 
tgaggaggaa 
cctgagcctc 
aggacacagg 
aagtggacag 
aggacagcag 
gactgtatga 
tctgagatgg 
gcaatgtctg 
tatcttgtga 
gtgttgacag 
tctgatggta 
agagggggag 
ggagagagag 
gcaaagtaca 
gggaagtagg 
tagcctctag 
tcaagctagt 
agttggctga 
tagtcaataa 
gataaagatg 
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